Whole saliva was collected by a spit out method from 52 dentulous
contributes to the maintenance and stabilization of dentures. [3] [4] [5] Systemically, salivary enzymes and proteins play such various roles as follows: Chemical digestion by ptyalin, sterilization by salivary enzymes and proteins such as lysozyme, lactoferrin, peroxidase, IgA, IgG and IgM, and growth/development and the prevention of aging by the endocrine action of parotin. It is also the fact that the saliva faithfully reflects systemic diseases and general health conditions, since plasma components are taken up into acinar cells through capillary vessels, and the substances synthesized in acinar cells are secreted together with water into the oral cavity. [6] Moreover, the saliva reflects the status of intra-oral diseases, because the saliva secreted into the oral cavity merges with the crevicular fluid secreted into the oral cavity, and with ablated epithelial cells, bacteria and leukocytes. [7] , [8] Since the saliva has abundant information for grasping changes in the body as mentioned above, the examination of the constituents of whole saliva was thought to be significant for grasping the conditions of not only oral cavity but also systemic diseases, and several such attempts were made previously. [9] - [11] However, the concentration of individual salivary constituents is small compared with the serum. Thus, practically speaking, it is hard to say that salivary constituents are being utilized widely for clinical diagnosis and analysis.
On the above background, we focused proteins in whole saliva. Since the silver stain, which is the high sensitivity protein staining medium developed by Shiba et al., was preliminarily found to be able to detect salivary proteins and protein fractions without any pre-condensation if their concentrations are 50 mg/l and more, we combined dot blotting with the silver staining and measured protein concentrations in whole saliva in the present study for the purpose of investigating the difference in salivary protein fractions between the group of dentulous subjects and the group of edentulous subjects. In addition, proteins in whole saliva were fractionated using the combination of cellulose acetate membrane and the silver staining.
MATERIALS AND METHODS

Materials
The whole saliva samples analyzed were collected from 52 subjects (26 men and 26 women, 21 to 31 years of age) who had complete teeth and no systemic diseases and were confirmed to have normal periodontium by oral cavity examination, and from 11 subjects (7 men and 4 women, 60 to 85 years of age) who had no residual teeth and were using complete dentures. Table 3 The concentration of each salivary protein in saliva of dentulous subjects.
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DISCUSSION
Total protein concentrations and protein fraction patterns in whole saliva could be obtained easily and clearly in the present study.
As a whole, individual differences were observed in protein concentration, but no sex difference was noted. Any one of 8 protein fractions showed no sex difference when they were expressed Table 5 The concentration of each salivary protein of dentulous and edentulous subjects.
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CONCLUSIONS
In the present study, it was possible to demonstrate differences between dentulous subjects and edentulous subjects owing to the establishment of the total protein concentration in whole saliva and the standard value of individual salivary proteins in dentulous subjects, and also owing to comparison with edentulous subjects. In particular, it was found that the total protein concentration and the IgA/Alb-ratio were higher in edentulous subjects. Since it was suggested that the saliva was largely affected by aging, the presence or absence of teeth, and stomatic and systemic conditions, it is thought necessary to analyze further the concentration and composition of salivary proteins under various morbid conditions.
